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Delineating Potential Transcriptomic Association
The AS: CTC ATT GTA GAA GGT GTG G 1 Primers were designed using Beacon Designer Software (Premier Biosoft, Palo Alto, CA, USA) based on gene sequences corresponding to the genes, retrieved from NCBI data base. AS-anti-sense ; S-sense. This is an open access article distributed under the terms of the Creative Commons Attribution 4.0 International Public License (CC-BY 4.0), a copy of which is available at: https://creativecommons.org/licenses/by/4.0/legalcode. This license permits unrestricted use, distribution, and reproduction in any medium, provided the original author and source are credited.
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